Since the publication of this article, the authors have noticed an error in Supplementary Table S2 . The correct table is shown below.
The error has now been rectified, and the correct Supplementary Information accompanies the online version of the original article.
The authors apologize for any inconvenience this may have caused.
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Since the publication of this article, it has come to the attention of the authors that there were errors contained within the 'Results' and the 'Discussion' sections, namely that sequencing data derived from two tick species (IO and IP) were incorrectly transposed. In these two sections, IO should be read as IP and vice versa.
The Authors apologise for any inconvenience this may have caused. 
